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Seasonal influ enza, cause d by influenza A subtypes H3N2 and H1N1 a nd in fluenza B virus, occurs as 
annual epidemics.

Reliable and r apid diagn ost ic tools have enormous i mpact on the s prea d of the out break, and reduction 
of human mortality.

This applicati on takes advantage s of  th e benefits of Hyblive real -time mic roarr ay platform for:

The genotypin g of  pathogens, such the influe nza viru s

Model  syst em - Experiment al Des ign

Labelled revelation 
probe

Amplicon

Capture p rob e

Microarr ay surface
(e.g.  Am pliSlideTM)

Hemaglutine
HA:  H1 , H2, H3, H5,  H7

Envelope

Viral RNA
Neur amin idase

NA:  N1, N2, N3,... H1

Captur e probes: 
- Oligonucleotide s re lat ive to the four foll owing genes: M, H5, H7, N1.
- Sizes ranging from 20 to 28 nucleotides.

Hybridizat ions:
- Hybridization targets (amplicons) we re 

obtained v ia PCR,
- The detectio n is performed using labelled 

revelation p robe .
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Genotyping analysis by Re al-time monitor ing
Hybridization curv es of amplicons with  a c oncentration of 400 pM (eq: ab out 50 fMOL).

The positive si gnals for d etected virus ty pes influenza AH5N1 cor res pond spots ( each p rob e is sp otted 
in replicates).
The image was  captured  af ter 10 m inutes of hybridization. Mo reover,  control spots are  pr esent at the 
right column of  im age.

hy bLI VETM  allows a rel iable and easy way to genotype pathogens such as the i nfluenza virus.

hy bLI VETM  pro vides accurate optimization of multiple param eters for the genotype definition  of vi rus 
(optimal temperature, minimal duration for hybridizatio n, .. .)

This work has bee n su pported by the FP7 EU PORTFASTFLU project, with  Genew ave as coordinat or.

Summary

HPV type 11

HPV type 6

Hybridization time (minutes)

Hybridization curve (F-B)
of M, N1 and H5F
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